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Project/Set Selection

trapss_admin | Project:| Demonstration |v|  Setr AMD A | Logout

4 Target Actions Set Information

o Selecta Target... A

P Upload a Target

JzEef Targets Mame AMD

2 Delete Targets Creation Date 2004-02-18
- Description Age Belated Macular Degeneration
- Set Views Total Targets 14

) Search Tool Total Secuences 17

@ et Info Total Transcripts 25

P Quick View Total Primer Pairs 1

JDots View

DDots Scorpron View Ta cantact any af these users CLICK an the links.

Terry Braun

-P Tools Trapss Admimstrator

) Search Tool (Tava) Halreem Almabrazi

DTrAPSE Launcher (Tava) Bart Brown

O Prmer Viewer (Java)
D Primer Manager (Java)
W Elast Manager

W EECT Manager
2 Change User Password

Erian O'Leary
Jason Grundstad

E Administrator

) Create Mew User

) Create New Project

D Create New Zet
JEditDelete Sets

D dodify User Options

2 AddRemowe Tsers
AFovnilate Gene Structure




Tracking Progress - Dots

(7ene Status:

GE (35 PE. PF P

=

e

GE -> Genomic Evidence
GS -> Genomic Structure

PR - Prioritized Regions

PP - Primers Picked

PO -> Primers Ordered

SC - SSCP Results

SS > Sequence Verified Shift




Target Actions

rAPSS - F Target Actions

Transcrpt Annotation Priostization and Screening §
— | NK_002841 - CAH v
< Target Actions

' NM_002841 - CAH v JU‘IZ:ZI].':' Eid cl TEI.EEt

P Upload a Target
zFef Targets

9 Delete Taczets xBef Targets
< SetViews o Delete Targets

' Search Tool

2 Set Info

2 Quick View

Dotz View

W Dots Scorpion View Ta contact any of thase users CLICK on the lnke.
Terry Braun

. P Tools Trapss Administrator

D Eearch Tool (Tava) Hakeem Almabraz

DTrAPES Lavncher (Java) Bart Brown

JPn:mer Viewer (Java) Brian O'Le

W Primer Wanager (Tava) Tason Crundstad

W Elast Manager

D EECP Manager
) Change Tser Password

. ’ Administrator

W Create Iew Tser
o Create INew Project
& Create Iew Set
WEditTelete Zets
Do dify Tzer Options
2 AddEemove Users
AP ormlate (ene Stnichre




Upload a Target

Job will start shortly, please refresh this page to see progress.

checking target: 2950

DATE: Jul 13 2004 Z:Z7PH
current core DBE: homo sapiens core 2z 34d
current SNP DE: homo_sapiens snp 22 34d

Located in Ensembl DE.
fmnt/trapss/bin/perl/populatelE//populatelB.pl ——target id 2990

DATE: Jul 13 2004 Z:27FH

current core DB: homo_sapiens core 22 34d
current 3NF DE: homo sapiens snp 22 34d
NM 002841 [target_id: 2990) — Ensenbl gene exists (EN2GO0000144724) , populating gerne structure and annotation:
Description: Protein-tyrosine phosphatase gamma precursor (EC 3.1.3.45) (B-PTP- gamwa) . [Source:3IWISSPROT: hoc:P23470]
Inserting data into sedquence table
Inserting transcript 1 of 1
In=zerting data into transcript table
Inserting data into exon and intron takble
Calling loadTranscriptFeatures (Transcript, Ensenbl core dhb)
Inzerting CDIS data into anhotation table
Inserting dowain data into annotation takble
Calling load SecScruet.pl 5074
Uzing Threshold: 3
Calling load TransMem.pl 5074
Updating dots
Calling load3equenceFeatures (3equence, Ensembl slice)
Installing 3NP=s (thi=s may take a few minutes)
Inserting SNP 1 into anhotation table
Inserting SNFP 2 into annotation table
Inserting SNF 3 into anhotation table

@ Fotulate LIene Stacture
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Target Summary

rAPSS

trapss_admin | Project: Demonstration |+ Set | AMD v | Logout

Transcnpt Annotation Prioritization and Screening 8

E Target Actions

| NK_0030712 - SFRF1 v Target Summary Page NM_003012 - SFRP1
#Upload a Target Target Info Transcripts User Comments Pathways MiniTools

JzBef Targets

' Delete Targets ]
Gene Information:

E Set Views

) Search Tool Gene Mame: SFRT1
o Set Info Fanl 1
j% Cotnment Users Comments
S Dots Scorpion View

Sequence Information:

>
> Tools

o Zearch Tool (Java)
DTrAPSE Launcher (Java) genomic Sequence:
W Primer Viewer (Java)

D Primer Manager (Tava)

JElast Wanager Refresh Type: update

D EECP Manager
2 Change User Password Gene Tools:

Select Sequence: Select Type |+

* Administrator = Populate Gene Structure (Wiew Log)
 Manually Add Primers

O Create New ser

o Create New Project .

) Create Mew Set .

j%ﬁ “Int [1Hsmge [1Hs unigene [ 1Hs genome [Hs domain
o ser Options

2 AddEemowve TTsers

APovulate Gene Structure

BLAST:

[ Do Homology Blast on Genomic Sequence ]




Pathway Information

trapss_admin | Project: Demonstration [v | Setr AMD ~| | Gol | |Logout

Transcript Annotation Prioritization and Screeming System

- Target Actons ﬁ
Wnt Signaling Pathway
! Mk 002336- LRFR ol
= = - w Gene Mame | Accession  AND EP |(Glavcoma [Alternative Symbols

P pload a Target
Ref Tarz |0 DSH MM 004421 | | DVL, MGC54245
- [JIGSK3B MM 002093

Delete Target
. O |CTNNB1 [NM 001904 | | |© CTNNB

¥ Set Vi [ MAP3ET  [MMM_003188 TAK1, TGFla
et Views | [TCF1 NM_000545 | HNF1, LFB1, HNF 14, MODY3
Joearch Tool l = : : :
P — ] BTRC MhE_003939 FWD1, BTRCP, FEW14, bTrCP, FBXW 1A MGC4643, betaT
o Set Info
9 Ouick View \[J|CREBBP  [NM 004380 | | | CEP, RTS, RSTS
DDots View (] PPARD  [NM_006238 FAAR, NUC1, NUCT, NR1C2, NUCT
PDots Scorpion View |[] LRES MM 002335 E HBM, LR3, OPS, LRP7, OPPG, BMIND 1, VBCH2
O [WIF1 MhL_007151 WIF1
® Tools | FZD1 MM 003505, | |©
ER Ay — O APC NIL_000038 GS, DP2, DF3, FAP, FPC, DP2.5
W Zearch Tool (Java)
JTrAPSS Launcher (Tava) [JPPP2CA  NM 002715 | | PP2CA
W Erimer Viewer (Tava) L] NLK ML 016231
BDrirner Manager (Java) |0 DEK1 NI 012242 | o SK, DEK-1
2 Blast IManager ] MED1 MEL 033115
§53CP Manager O [WNT2E  [NM 024494 | | (&
) Change TTser Password [] (ATTS A T 003392 (S]
. |L][EZD1 NM 003505 | O
Administrator [ [FZDz2 M 001466 6]
2 Create New Set ||:| IF_ZD? |NM_00350? | | |@
PEditDelete Sets L] AN AFO03674 =)
D Lodify User Options A2 NM 004655 | |©
2 AddiBemove Tsers [ DEE= LTI 015881 (2]
S Populate Gene Structure ||:| SFRP] |NM_003012 | | |@




Cross-Reference Targets

rAPSS

holeary |Project: Demonstration %] Set: AMD b | Logout

Transcript Annotation Prioritization and Screening Syatem

4 Target Actions Copy target{s) to the set

2| NM_D02841 - CAH v
PAUpload a Target

Jzbef Targets

#Delete Targets

Accession Gene Name Description

EC00B1EE ECFarkinsons
EBC022014 TuwParlk

D Search Tool ECO07022 Sah

2 2et Info M 000331 |

O Cuick View m
# Lotz View et |
2 Dotz Scorpion View

k Set Views

L L]

>
=~ Tools

JSearch Tool (Tava)
DTrAPES Launcher (JTava)
2 Primer Viewer (Tava)

2 Primer IManager (Tava)

2 Blast Manager

W SECT Manager
) Change TTser Password

E Administrator

o Create Mew Set

2 EdinDelete Sets

2 Modify User Opthions

2 AddEemove Tsers

S P opulate Gene Structure




Delete Targets

rAPSS

holeary | Preject:| Demonstration (v Set: AMD v | Logout

Transcript Annotation Priotitization and Secreening 8§

E Target Actions Delete target(s)

W SelectaTarget.. | | Gaol
P Upload a Target
: Gene s
Wbt Targets Accession Description
Name
2 Delete Targets

= : CINM 000789  ACE
Set Views CJNM 170707 LMIA
j —g:ﬁfo“’l 1M 000589  ILA
9 Ouick View 1M 001634 AMDI1
JDots View CL 005143 HP
D Dots Scorpion View (MM 000350  ABCI
. (I 030582 COL18AL
> Tools CJNM 002510 GPNMB
=earch Tool (Tava) - )
jTrAPSS e e Wi GER0RAIL 035023 Bﬁficig%sssggiiféggg B
2 Primer Viewer (Tava) .
JPrimner Manager (Tava) [INM 031865 BES2 Bﬁ@fﬁ?%s@%ﬁ?qgiggm
o Elast Manager CINM 002841  CAH

P 55CP Manager

) Change User Password LM 001746 CANXK

=

E Administrator

o Create Mew Set
SEditTrelete Sets

D Ilodify TUser Cptions

2 AddEemove Users

W Populate Gene Structure




Set Views

F sSet Views

! o search Tool
- Target Actions
& MNM_D02841 - CAH v J Set It-.lf':'

P Tpload a Target
uRef Targets - -
W Delete Targets _J I:::I.I.]-:I.l:]:': -I;UT].EW

2~ Set Views JD(}tE -I;IJT].EW

o Zearch Tool
o et Info

9 i Ve 2 Dots Soorpron View

@ Dots View
W Dots Scorpion View

[ ..
acx 100IS Trapss Administrator
o Zearch Tool (Tava) Hakeem Almabraz
DTeAPEE Launcher (Java) Bart Brown
Jin:mer Eewer (Is}va) Brian O'Le
@ Lomer Manager (Java) Jazon Grundstad

P Elast Manager

W E5CP Manager
) Change TTser Password

’ Administrator

o Create Wew Tser
o Create Mew Project
&P Create New Set
WDEATelete Jets
Mo dify Uzer Options
o AddBemove Users
AP amilate Grene Stichire




Search Tool

1rAPSS

holeary | Project:| Demonstration |v|  Set: AMD w | Legout

Transcript Annotation Prioritization and Screening S

[ .

= Target Actions Search Tool

o MNRhA_D02847 - CAH || Gol

P Upload a Target Gene Mame  |CAH @ 3et OProject
et largets CCESSION @ Set OProject |arc

#zRef Target A # @3et OProj Search

Drelete Tarset
o Lelete Targets Search Results (1)

", Set Views
o Search Tool

o Set Info ML 002841 12 CAH
2 Duick View

S Dots View

2 Dots Scorpron View

Accession Rank Gene Name User Comment

3
> Tools

o Search Tool (Tava)
JTrAPEE Launcher (Tava)

P Eritner Viewer (Tava)
2 Primer Manager (Java)
2 Blast IManager

2 25CT MWanager
) Change TTser Password

5 Administrator

& Create Mew Set

P EdiDelete Sets

Mo dify Tser Options

2 AddRemove TTsers
JPopulate Gene Structure




Set Information

rAPSS

holeary | Preject: Demonstration |%| Set:| AD b | Logeut

Transctipt Annotation Priotitization and Screening System

E Target Actions Set Information

D NM_D02841 - CAH v

P pload a Target

J=bef Targets Mame AMD

JDelete Targets Creation Date 2004-02-18
- Description Age Belated Macular Degeneration
-~ Set Views Total Targets 12

o Zearch Tool Total Sequences 15

JM _ Total Transcripts 22

:: % Total Primer Pairs 3

2 Dots Scorpion View To cantact any af these users CLICK on the lnke.

Terry Braun

k Tools Trapss Administrator

o Zearch Tool (Tava) Halzeem Almabrazi

DTrAPEE Launcher (Java) Bart Brown

;Pn:mer Yiewer (Java) Brian O'Leary

#EPrimer Wanager (Tava) Tason Cincstad

o Blast Manager

2 55CP Manager
) Change TTser Password

E Administrator

J Create New Set

S EditDelete Sets

D Mlodify User Options

2 AddRemowe Tsers

S Populate Gene Structure




Quick View

rAPSS

trapss_admin | Preject: Demonstration |»|  Set: AMD ~ | Logout

Transcript Annotation Priotitization and Screening

%, Target Actions Quick View
o SelectaTarget.. | | Gol
j%‘ge—t Accession Rank Gene Name User Comment
@Declete Torgels LD 0007ES 1 ACE ACE =ENG
'f Set Views L 170707 2 LA
J=earch Tool LI 000589 ? 1.4
PSeilnfo M 001634 4 AMD1
D Ouicle View kL 005145 5 HF This 15 my first comment! addi
# Dotz View LD Q00ZE50 ) ABCT
#Lots Scorpion View MM 030582 7 COL18A1
- kL 002510 3 GPNIE Causes pigmentary slaucoma in
> Tools (033028 g NI 033028
o Search Tool (Java) NI 031885 10 BB32
DTrAPEE Launcher (Java) M 002841 1 CATT

W Erimer Viewer (Java)

D Primer Manager (Tava)

JElast Manager

W E5CTP Manager
' Change User Password

k Administrator

) Create MNew User

) Create MNew Project
O Create New Set
DEdiDelete Sets
Ilodify TTzer Options
D AddFemove Tsers

AP arnlate Gene Stichire




Dots View
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trapss_admin | FProject: Deronstration |v|  Set AMD b | Logout

Transcript Annotation Priontization and Screening

- i Far by Proges
= Target Actions Rank by Progress
| NK_002510 - GPNME |

2 Upload a Target
JzBef Targets
2 Delete Targets

ALnAnpAnnn

MM 000759 change rank ACE 8| 8 & 8|e
[ .
= Set Views
JSearch Tool NM 170707 change rank LMNA ®|e| e
o zet Info
P Quick View NM 000559 change rank IL4 8 8|e
S Dot View
A Dots Scorpion View
NN 001634 change rank AMD1 8 e | & e
>
= Tools
NM 005143 change rank HP a8 &
o Zearch Tool (Java) B
DTrAPES Launcher (Tava)
I Primer Viewer (Tava) NM 000350 change rank ABC1 88
' Primer Wanager (Java)
' Blast Manager NM 030582 change rank COL1SA1 8 88

D E5CP Manager
) Change TTzer Password

MM 002510 change rank GPIME ] .} L. ]

E Administrator

WM 033025 change rank MM 033025 .} L. ]
) Create Mew User I -
2 Create Mew Project
D Create New Jet MM O31885 change rank EESZ 8| e

DEdiDelete Sets

Lw o e TT o~

v €



Dots Scorpion View

v | Logout

Get: | AMD

NIGENE BELAIT BES 3 NT BELAST FEJULTS GENOME BLAST EE

;|Ha#$31726626 Howo sapiens an NT 035428 i - MGC EL
e gi| 34783483 | gb |BCO36375. 2] Home
gl|l15126741l | gb|BCOLZ2295.1 | Hom
gi| 40787783 | gb |BCO64898. 1| Home
gil 5315324930 1 gh |BCOSZ946. 1] Homs
gl | 34785973 | gb |BECO55031. 1] Home
gh |AF-82883.1| Homo sapiens multi-
gi| 21619752 1 gb|BCO32785. 1] Home
F|[He#33521938 Homo sapiens ca NT 006519
o Mo dify Tzer Opfions —_——
2 Add/Femove Users
JEopulate Gene Structure M 001746 | 11 MEiERDEIEDIS e 8 & e gi | 13097683 | gh |BCO03552. 1] Hom|e

w £ >



Tools

=
ax 100IS

7 Target Act @ Search Tool (Java)
3 o oo ]l WTrAPSS Launcher (JTawva)

P Tpload a Target

e T @ Frimmer Viewer (Java)
< Set Views '
et views o Primner Manager (JTava)
9 o View a9 Elast Manager
W Dots View
W Dots Scorpion Wiew J S S CP Mal-laEEI-
< Tools
W search Teol Java) J ChaﬂEE US EI- PaS Swi}fd
DTrAPSE Launcher (JTava)
Primer Viewer (JTava
jPrimer Mana;ref' I avj]a) ﬁia 4

W Blast Ifanager

W EECE Manager
) Change User Password

’ Administrator

o Create Wew Tser
o Create Mew Project
&P Create New Set
WDEATelete Jets
Mo dify Uzer Options
o AddBemove Users
AP amilate Grene Stichire
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‘General Op

[C] Use PAF
[v] Use Nun
Size ofther
. Unpicked Prir

This is the informar

Infortnation o thd
Thiz primer iz not

Exon# 9

Primer name: Loc:
Genoroic_start: 6%
Genomic_stop: 62
Left primer: cactg
Right primer: GCI

zeq ampl:
cactgtoctotcocaac
=eq ampR:
GUGTAGACACT

Product Len: 213

Primer Viewer

Project |/ Set: |Nnne

Gene ldentity: |NM_DDD?89 - ACE - EMNSTO0000290863

BP View {(Exon 9):

|

Genomic View (Exon 9);

i
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Primer Manager

|§; Primer Manager v2.0 Beta E]|

View Options

ﬂ U ) j \\ View: | All =

( Primer Information |/ Requests rOrders

@ yin.01.3
@ yin.02.4
Q@ win.05.5
® Forward 2
B Reverse é’ REI]I.IESt an Order

S LRP5.18.2 =
@ win.05.7 T o

@ win.06.1 Forward: Quantity (29nm ¥ |  Grade DST ™| Company |MS Test Company ¥
2 Forward

@ Reverse
@ Fibronectin var3.07.1 50 nim
@ Fibronectin var3.07.1 100 nm
@ Fibronectin var3.07.2 LRP5.18.2
@ Fibronectin war3 081

 Forward Reverse: Quantity |25hm ¥ Grade (DST Company | M5 Test Company ™~

@ Revarse
@ Fibronectin var 2-tr2.05.1
@ Fibronectin var 2-tr2.03.2
© Fibronectin vard.39.1 [_] Use Default Options  [_| Use Same Options for All Requests OK Cancel
@ Fibronectin var3.41 1
@ Fibronectin var3.40.1
@ Fibronectin var3.02.1
@ Fibronectin var3.02.2
@ Fibronectin vard. 371
@ Fibronectin var3.07 1

25 nm

1]

& Tyrp2.07.2

Q Twrp2.07.3
@ Forward FPrimer Sequence: TTAATCCTCCTGCAGATGCT
& Reverse Frimer Sequence; tcttagaagataaatyaateaceoe

£ Not Ordered O Requested © Ordered © Received @ Exhausted

Project: | Demonstration... '|Set: ‘AMD || Mail Server: |ns-mx.uinwa.edu
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BLAST Manager

TrAPSS

trapss_admin | Project: | Demonstration || Set| AMD v | Logeout

Transcript Anmotation Priositization and Screening System

E Target Actions BLast Manager

2| NM_002510-GPMNMB [
M pload a Target

JxEet Targets

#Delete Targets

T o hlast target(s) in a set. Help

Gene

Accession Description
E Set Views Name
@ Scarch Tool (MM 000789 ACE
1’9"‘?—1‘1&_ C1M_170707 LM A
j %w C]1M_000589TLA

LM 001634 AN
LM 005143 HE

2 Dots Scorplon View

" Tools CIMM_000350 ARC
) Search Tool (Java) LI 050582 C0OL18A1
DTrAPSS Launcher (JTava) (]I 002510 GPNME
#Prmer Viewer (Javaj BARDET-RIEDL SYNDROME 4 PEOTELT,
o Primer Manager (Java) [IT_033028 1M, 033028 [Source: SWISSPREOT, Acc Q96EE 4]
#Blast Manager BARDET-BIEDL SYNDROME 2 PROTEIN,

D S3CF Manager LM 0318ESBRE2

o S . [Source: s WISSPEOT, Ao QSBEXCY]
) Change User Passwor

L1 002841 CAH

¥ Administrator Mat  [CJHs.mgc [1Hz unigene [ 1Hs genome [1Hz. domain Blast Targets
) Create Mew Tser
# Create New Project To blast the whole set. Help

& Create Mew Set
2D EdtDelete Sets

o Modfy User Opfions “Int  []Hs.mgec [Hs unigene [1Hs genome [1Hs domain

= ﬁ l’qr“m [ e s Tl TTCPT’C




SSCP Manager

rAPSS

trapss_admin | Project: Stone

Tranzcript Annotation Priositization and Screening

", Target Actions SSCP Manager
| SelectaTarget.. b4
P pload a Target ASSAY
JzEef Targets Create new assay New
#Delete Targets Create an assay from existing one .. 8BlBct an assay ... ~
Edit an assay .. selectan assay ..
= -
> Set Views Wiew an assay .. selectan assay ..
o Zearch Tool For help click Hare
D Set Info —
D Ouicle View 96 Well Plate Assay ( )
2 Dotz View
2 Dots Scorpion View A E C D E B G H
= 1 LCA-10-1 20-1 28-1 56-1 140-1 144-1 148-1 150-1
- Tools
) Search Tool (Tava) 2 171 21-1 33-1 70-1 143-1 146-1 1458-1 151-1
JTrAPES Launcher (Java)
) Primer Viewer (Tava) 3 154-1 pos neg 158-1 160-1 162-1 167-1 178-1
@Erimer Manager (Java) 4 1551 water  156-1  159-1  161-1 1631  170-1  180-1
o Elast Manager
# =5CF Manager 5 181-1 1931 193-1 205-1 208-1 2231 225-1 228-1
) Change User Password
& 188-1 196-1 200-1 206-1 220-1 224-1 226-1 238-1
[ Aen
> Administrator 7 239-1 2511 254-1 2621 2721 2761 2791 2811
o Create Wew Tser
J Create New Project B 248-1 252-1 255-1 266-1 273-1 277-1 280-1 282-1
J Create MNew Set
DEditDelete Seis B 285-1 pos neg 288-1 290-1 2921 295-1 2991
#1dodify User Options 10 286-1 water  287-1  289-1  292-1  294-1  296-1  306-1
2 AddEemove Users
SFovulate Gene Structure 11 3091 312-1 314-1 316-1 323-1 328-1 330-1 3341 hd




SSCP Manager

TrAPSS

pt Annotation Priostization and Screening
= PR, P i T “-»T i -
[ - U S -H.-‘"“‘“""l..:_“r'!"é\t)"‘?*-.-—-]"*-...“—?l-_'"__‘_ __“""
i LT T T o w [t Mu‘-‘a:; ORI I,u'l\-«.:.‘._,l
> Target Actions 333 m e Al pPT 3 LR "’rf NNy C‘{gﬁw&g S 3‘:r~r'g,f:«-'$ ‘:.'o":';,
D NM_033282-0PN4 [v] [(Gol | Bl e o AR B e
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P Delete Targets i - e - — e
a - e - St i s et i Nt .. g
= - {
- et Views Vi tAw
2 Search Tool ]
o =zet Info
o Caick View
P Dots View
JDots Scorplon View For the target
Aszay Selectiod
. Tools - - - i
: Subject osse : Ew LeA ot & e 3 | (2
o Zearch Tool (Tava) RAS opd eFw B c -8
BFR :
jTrHSS Launu:her (Tawa) LOA-10-1 D b ne 51 6% o
W EPrmer Viewer (Java) 171 WL :
J Primer Manager (Tawva) 06160406 :
2 Blast Manager 20-1 B rl
W ESCT Manager 21-1 : i s
) Change TTser Password 281 5
- 33-1 6
= Administrator 55-1 P
) Create Mew Uzer 70-1 B
jgreate Eew groiect 140-1 g
o oreate MNew et
JEditDelete Sets Ml 10
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Administrator Tools

P Administrator

1rAP: SS

Transcrpt Annotation Priostization and Screeming Syvstem

: o Create INew ser
ar Target Actions .
& NM_002841-CAH  [v] J Create Mew PI"EMEI:t

P Tpload a Target

S T o Create New Set

- Set Views JE-dlt'l.D E].EtE SEtS

o Zearch Tool

9 sk Vi o Mo dify Tser Options
W Dots View

Dot Sconpion View 2 AddiEemowe sers
e W Populate Gene Structure

DTrAPSE Launcher (Java)
W Primer Viewer (Tawva) T
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Jazon Grundstad

P Elast Manager
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) Change TTser Password

P Administrator

o Create Mew User
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